Pattern matching discussion:

By looking at patterns in the genes from different organisms, a researcher can identify gene sequences which are important. The fact that sequences have been kept by evolution amongst various organism usually points to a critical piece of the genome. 

Who validates the data? No everything is validated. Sequences are updated over time as new findings are made.

Split of the data is done in a naïve manner. No effort is done to create an overlap of data to address the boundary condition prevalent in parallel processing.
Scalability of the visual environment in PROTEUS is lacking. BPEL 2.0 allows for some additional functionality to distribute a job to a large number of processing elements, but the dynamic nature of the grid execution environment is not completely solve.

What does the ontology provide? The ontology provides the necessary description of the resources for a user to design an application in the PSE.

